Figl.

Escape
latency:

WT AD AD+HRW
dayl 34.133 59.825 30.514 59.829 59.831 59.858 59.829 59.858 42.66 59.877 42.113 59.822 41.208 / 59.827 59.831 59.712 37.739 59.826 58.517 33.468 59.839 / / / / / / 59.825 59.852 59.606 54.25 59.834 59.717 59.706 / / / / / / /
day?2 33.246 50.751 59.494 59.362 42.767 59.72 42.437 35.439 35.437 59.359 59.616 23.517 59.829 / 59.505 59.612 59.824 22.636 22.766 59.825 59.827 59.83 / / / / / / 59.837 59.829 59.833 59.822 27.014 16.735 / / / / / / / /
day3 48.342 21.437 46.958 10.065 28.342 13.894 41.919 31.605 29.754 40.683 / / / / 27.123 51.625 35.545 39.048 30.298 / / / / / / / / / 32.488 42.33 26.908 41.891 16.846 24718 / / / / / / / /
day4 25.596 29.312 39.668 12.798 10.598 17.61 21.561 / / / / / / / 33.912 28.191 32.811 10.606 / / / / / / / / / / 18.725 15.208 23.188 7.312 5.58 6.018 44.971 44.298 / / / / / /
day5 18.957 5.591 25.16 5.906 52.831 24501 7.463 20.347 16.51 15.974 / / / / 23.299 27.888 22.096 26.579 27.458 11.27 / / / / / / / / 19.251 39.938 24.724 18.594 5.145 7.436 22.53 7.858 32.921 / / / / /
I'IgJ.. HITe
of platform
crossing

WT AD AD+HRW
24 h 5 3 2 4 3 3 3 4 3 2 4/ / / 2 3 2 2 1 4 4 3 1/ / / / 4 4 5 2 3 4 5 2 3 4/ / / /
72 h 6 7 2 4 6 3 1 4 3 7 5 3 3 4 2 3 2 2 0 1 0 1 2 1 1 1/ 4 2 2 1 4 6 1 3 3 3 3 1 6 7
FiyL. 1iie
in target
quadrant

WT AD AD+HRW
24 h 42.006 21.54 21.34 49.917 33.123 27.946 38.065 35.084 31.183 30.388 36.572 / / / 20.719 22.565 28.852 27.084 26.13 26.933 27.217 31.952 / / / / / / 27.946 33.31 28.265 24.733 31.316 27.367 40.287 26.293 32.659 28.009 25.861 / / /
72 h 35.807 29.07 28.089 39.144 40.33 25.138 24.4 22.685 40.782 44.306 20.914 / / / 29.919 31.14 28.596 26.761 30.543 25.722 23.388 18.88 25.75 21.589 20.943 / / / 51.118 32.782 23.647 27.588 27.534 28.627 36.049 24.125 24.738 39.402 45.14 24.921 44115 /
Figl. Open
field test

WT AD AD+HRW
Crosses 60 85 59 87 87 62 59 55 74 47 51 60 63 58 71 32 37 32 36 13 0 12 1 5 1 11/ 18 19 45 12 41 40 39/ / / / / / /
Defecation 3 0 3 0 0 3 2 0 0 0 0 0 1 0/ 1 1 3 2 1 1 4 5 5 1/ / / 0 4 0 0 2 0 3 0 1 0 5 3/ /
Rearing 26 15 21 21 10 11 13 10 10 12 11 15 18 17/ 7 3 5 6 12 7 9 2 10 4/ / / 17 10 11 21 11 10 16 7 10 6/ / / /
Fiye.
Relative
expresssion
level
WT AD AD+HRW
PSD95 0.8800223 0.6653511 0.6574847| 0.6468078 0.6691955 / 0.9845899 0.9701748  1.204128
Syna 0.9512617 0.7629867 0.7928416| 0.5931491 0.655165 0.7007884| 1.009104 1.357037 /
Fig2. CAl Fig.2 CA3 Fig.2 DG Fig.2
WT AD AD+HRW WT AD AD+HRW WT AD AD+HRW WT AD AD+HRW
301 308 407 469 447 449 369 358 483 669 325 623
372 301 406 414 402 358 396 338 526 516 384 531
374 226 463 499 329 433 379 / 474 485 469 670
Fig3.
Relative
eXxpresssio
n level
WT AD AD+HRW
APP 0.5646439 0.6345128 0.6506011 0.885125 0.6085799 0.7361863| 0.7606697 0.846567 0.901473 0.7923428 1.001681 0.8557244| 0.4200068 0.537596 0.6234403 0.5949841 0.4448127 0.682373
Bace-1 1.050936 1.010331 0.9445784 0.9139822 1.037056 / 1.504896 0.8842136 0.9476475 1.104107 0.954025 0.9096106| 0.6373159 0.5167002 0.8438545 0.5318006 0.4628329 0.4761168
SAPP-a 0.9515741 0.9006491 / 0.6511139 0.5871757 0.5333908 0.7175524 0.8628227 0.6453778
Fig3. CA3
WT AD AD+HRW
0.056 0.632 0.194
0.028 0.437 0.132
0.05 0.334 0.234
Fig4.
Relative
eXpresssio
n level
WT AD AD+HRW
pS422-tau 1.006473  1.084071 1.0079| 1.002467 1.227231 1.028622| 0.8758156 0.790656  0.730413
pS262-tau 0.969852 0.7870884 / 1.176795  0.914044 / 0.9333416 0.7877955 0.9419394
pS404-tau 0.85 0.8709471 0.8746177| 0.9103238 0.8555447 / 0.6181019 0.7113081 0.7733657
Fig4. CA3
WT AD AD+HRW
33.516 37.903 30.402
39.249 39.441 35.129
26.042 44.48 29.116
Fig5. Fig5.
Relative Relative
expresssio expresssio
n level n level
WT AD AD+HRW WT AD AD+HRW
Ym-1 0.9136604 0.8898615 0.6597709| 0.2497634 0.2861168 0.2443625| 0.7317231 0.709966 0.9522369 Iba-1 0.5702718 0.3179856 0.4128408| 0.8333866 0.9109175 0.8271936| 0.5600911 0.4886828 0.5724171
IL-6 0.9719809 1.112856 1.200068| 1.067627 1.169313/ 0.5591577  0.604428 / GFAP 0.5773298 0.4909534 / 0.9518471 0.8765462 / 0.4033422  0.6554809 0.5620106
TNF-a 0.7776631 0.771761 0.8092224| 0.9532884 1.096878 0.7242981| 0.579734 0.7551149 0.7052099
IL-1B 0.91186 0.7363253 0.9040849| 0.7478025 0.6651997 / 0.3691964 0.4233861 /
Fig.5
Cortex Fig.5 DG
WT AD AD+HRW WT AD AD+HRW
0.424 0.924 0.377 1.436 2.813 1.118
04 0.968 0.468 2.157 2.392 2.471
0.417 / 0.607 1.676 3.049 0.609
0.492 / 0.541 / / 1.046
Fig6.
Relative
expresssio
n level
WT AD AD+HRW
PDHE-lo. | 0.9861648 0.8312075 0.9135838 1.273 1.072306 1.338215| 0.5518614 0.4231039 0.6044886 0.5874209 0.6102099 0.6488233 0.8613179 1.064959 0.6499882 0.7976792 0.974561
COXIV 0.8979312  1.004276 / 0.399253 0.3091435 / 0.4429549 0.4308611 0.6380644
ND1 1.230579 1.272015 1.483882 1.003619  1.102467 0.8939391 1.066267  1.094551 /
Fig7A. Fig7B. Fig7C.
Chaol Shannon Observed
index index OTUs
AD- AD- AD- AD- AD-HRW-
WT AD AD+HRW WT AD AD+HRW WT-1 WT-2 WT-3 WT-4 WT-5 WT-6 AD-1 AD-2 AD-3 AD-4 AD-5 AD-6 HRW-1 HRW-2 HRW-3 HRW-2 5
385.474 342.452 313.231 4,981 5.747 5.137 6.9 8.8 9.4 8.6 9.8 7.8 9 8.7 8.9 7.3 8.7 8.8 7.4 8.7 8.8 9.6 9.4
464.607 365.789 429.158 6.908 6.324 6.086 213.6 282.2 277.3 291.1 275.4 197.3 172.7 235 252.5 179.2 160.8 211.4 183.8 212.7 232.6 281.3 284.7
463.69 412.278 389.621 6.679 6.629 6.254 248.8 328.6 335.2 335.3 317.8 241.1 208.2 274.1 294.4 214.7 197.5 253.9 222.4 265.9 277.2 332.8 326.2
463.037 327.261 473 6.349 5.004 6.667 269.7 359.9 361.3 362.3 344.3 271 228 292.6 321.5 234.1 222.9 276.6 240.2 295.8 295.8 360.3 350.1
502.375 379.2 430.677 6.948 5.481 6.842 288.6 377 380.6 377 361.3 289.2 246.9 302.8 337.5 247.9 240.5 292.8 254.4 319.3 315 379.3 366.1
388.738 382.3 5.686 6.189 298.6 386.7 390.8 388.5 369 302.9 259.2 312.8 349.5 257 257.2 305.4 262.4 331.6 324.9 389.6 376.8
307.5 401.4 402.4 398.1 381.3 316.8 269.9 319.1 358.1 266.8 263.9 314.4 269.1 346.8 333 402.2 386.7
316.5 408.5 410 405.3 391.3 3255 279.2 327.2 370.5 272.3 275.6 319.7 275.1 357.8 339.5 409.4 392.7
319.5 414.6 417.6 412.9 398.8 3334 286.2 330.5 375.7 277.7 286.5 325.5 280.7 367.4 346.2 416.5 398.7
326 421.3 422.1 417.6 406.5 342.6 294 334.6 380.4 283.7 292.6 331.2 284.8 374.7 352.3 420.9 404.5
Fig7. E
AD- AD- AD- AD-
Taxon WT-1 WT-2 WT-3 WT-4 WT-5 WT-6 AD-1 AD-2 AD-3 AD-4 AD-5 AD-6 HRW-1 HRW-2 HRW-3 HRW-4 AD-HRW-5
Lachnosp
iraceae_ 35.63 808 2832 3548  20.11 4.1 26 874  10.06  13.13 5.67 3.1 37.2 143 1047  18.28 16.23
NK4A136
aroup
Helicoba
cter 22.27 1.64 1.56 1.86 0.66 17.09 2.87 0.77 1.99 21.22 3.58 6.94 2.59 4.63 1.73 7.93 4.22
Bacteroid
o 1.39 2.32 3.68 1.14 2.26 4.3 9.46 4.08 2.24 1.34 12.22 12.09 3.62 6.37 0.81 0.95 1.26
tAe'I'I‘;pre"o 0.19 0.39 1.34 0.98 451 5.43 10.85 157 7.36 355 4.57 0.92 3.65 8.87 1.11 1.87 2.1
Prevotell
aceae U 1 8.6 2.1 0.51 0.3 1.42 11.76 0.01 5.03 0.53 10.8 4.33 4.28 5.88 0.44 0.73 0.76
CG-001
Desulfovi
brio 3.56 3.91 1.75 1.3 1.31 0.08 0.45 3.13 0.92 6.42 1.04 3.34 4,92 0.75 2.59 8.16 3.04
Ruminoco
ccaceae_ 0.64 2.18 2.01 0.66 3.98 16.76 2.54 0.61 1.12 0.05 0.03 3.19 0.47 10.19 1.02 1.37 3.56
UCG-014
Lachnosp
iraceae 0.85 491 6.17 3.43 0.19 0.27 2.14 17.09 2.71 0.8 0.1 0.07 0.52 0.31 1.97 1.83 2.08
UCG-001
higt"ba‘:' 1.1 0.07 1.94 1.41 0.47 2.39 6.12 1.86 9.34 2.14 1.74 2.77 0.2 2.2 3.03 0.66 2.17
Fig7. D
Fig7. D
WT- WT- WT - WT- WT- WT- AD-HRW- AD- AD- AD- AD-
Taxon — WI-1. Wr-2 WIT-3  WT-4  WI-5  WT-6 oy 1 HRW-2 HRW-3 HRW-4 HRW-5 HRw-g ~D-1 ~ AD-2 AD-3  AD-4  AD-5  AD-6 HRW-2 HRW-3 HRW-4 HRW-5
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